Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; disorder in solvent or counterion; R factor = 0.041; wR factor = 0.117; data-toparameter ratio = 11.8.
Related literature
Hydrogen-bond geometry (Å , ) . Symmetry codes: (i) x þ 1; y; z; (ii) x; y À 1; z. related compounds (Swamy et al., 2007; Hakim,et al., 2010) . The torsion angle of C7-S1-C8-C9 in A is 178.85 (12)° (179.88 (14) ° in B).
The crystalline water molecules are involved in formation of two independent hydrogen-bonded chains via N-H···O and O-H···N hydrogen bonds (Table 1) . The chains propagating along the axis a are formed by the molecule A and one independent water molecule, while the chains propagating along the axis b are formed by the molecule B and another independent water molecule. The crystal packing exhibits π-π interactions proved by short distances of 3.607 (3) and 3.701 (3) Å between the centroids of imidazole and pyridine rings from the neighbouring molecules.
Experimental
The raw material was kindly provided by Shanghai Enran Sci-Tech Investment Management Co., Ltd.The compound was dissolved in acetonitrile and suitable crystals of X-ray were obtained by slow evaporation at room temperature over a period of one week.
Refinement
Water H atoms were initially located in a difference Fourier map (O-H 0.80-0.85 Å), and refined as riding, with U iso (H) = 1.5 U eq (O). All other H atoms were constrained to an ideal geometry (C-H 0.93 -0.97 Å; N-H 0.86 Å). All H atoms were refined as riding, with and U iso (H) = 1.2 -1.5 U eq of the parent atom. One water molecule (OB) has been treated as disordered between two positions with the occupancies refined to 0.790 (8) and 0.210 (8), respectively.
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